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BR20832.csv (15 kb) 
A comma separated variable file with information on the pathology classification of each tissue 
microarray core. More information is available from http://www.biomax.us/tissue-
arrays/Breast/BR20832 
 
br20832_cores.zip (9.4 Gb, unpacked size 9.4 Gb) 
A zip file (no compression) containing a single MATLAB .mat file for each tissue microarray core. 
These files contain the infrared spectra. Files are named using the core designation on the 
microarray. See Table 1 for details.  
Table 1: Core numbering system 
A16 B16 C16 D16 E16 F16 G16 H16 I16 J16 K16 L16 M16 
A15 B15 C15 D15 E15 F15 G15 H15 I15 J15 K15 L15 M15 
A14 B14 C14 D14 E14 F14 G14 H14 I14 J14 K14 L14 M14 
A13 B13 C13 D13 E13 F13 G13 H13 I13 J13 K13 L13 M13 
A12 B12 C12 D12 E12 F12 G12 H12 I12 J12 K12 L12 M12 
A11 B11 C11 D11 E11 F11 G11 H11 I11 J11 K11 L11 M11 
A10 B10 C10 D10 E10 F10 G10 H10 I10 J10 K10 L10 M10 
A9 B9 C9 D9 E9 F9 G9 H9 I9 J9 K9 L9 M9 
A8 B8 C8 D8 E8 F8 G8 H8 I8 J8 K8 L8 M8 
A7 B7 C7 D7 E7 F7 G7 H7 I7 J7 K7 L7 M7 
A6 B6 C6 D6 E6 F6 G6 H6 I6 J6 K6 L6 M6 
A5 B5 C5 D5 E5 F5 G5 H5 I5 J5 K5 L5 M5 
A4 B4 C4 D4 E4 F4 G4 H4 I4 J4 K4 L4 M4 
A3 B3 C3 D3 E3 F3 G3 H3 I3 J3 K3 L3 M3 
A2 B2 C2 D2 E2 F2 G2 H2 I2 J2 K2 L2 M2 
A1 B1 C1 D1 E1 F1 G1 H1 I1 J1 K1 L1 M1 
 
The core at position M5 is missing in the sample analysed.   
br20832_tiles.zip (11.3 Gb, unpacked size 11.3 Gb) 
A zip file (no compression) containing a single MATLAB .mat file for each tile acquired as part of the 
mosaic analysis of the tissue microarray. These files contain the infrared spectra. Files are named 
using a sequential, numerical list relating to the order the tiles were collected. The collection order is 
a meander from upper left to upper right, then back as described in Table 2.  
Table 2: Tile numbering system 
013 014 039 040 065 066 091 092 117 118 143 
012 015 038 041 064 067 090 093 116 119 142 
011 016 037 042 063 068 089 094 115 120 141 
010 017 036 043 062 069 088 095 114 121 140 
009 018 035 044 061 070 087 096 113 122 139 
008 019 034 045 060 071 086 097 112 123 138 
007 020 033 046 059 072 085 098 111 124 137 
006 021 032 047 058 073 084 099 110 125 136 
005 022 031 048 057 074 083 100 109 126 135 
004 023 030 049 056 075 082 101 108 127 134 
003 024 029 050 055 076 081 102 107 128 133 
002 025 028 051 054 077 080 103 106 129 132 
001 026 027 052 053 078 079 104 105 130 131 
 
 
hiResFigures.zip (19.9 Mb, uncompressed size 32.9 Mb) 
A zip file containing a single TIF microscopy image of the H&E stained microarray. Further 
information on the tissue microarray can be found at http://www.biomax.us/tissue-
arrays/Breast/BR20832. Note that the sample analysed is a serial section.  
The core positions are designated in Table 1.  
 
matlab.zip (29 kb, uncompressed size 224 kb) 
A zip file containing the MATLAB code used in the data analysis together with a Microsoft Excel file 
with descriptions of each file.  
  
overlay.zip (6.1 Mb, uncompressed size 6.46 Mb) 
A zip file containing a single, manually annotated microscopy image file (.png) for each tissue 
microarray core. Files are named using the core designation on the microarray. See Table 1 for core 
positions. Colours designate regions of the tissue as follows: 
 Green: non-malignant epithelium 
 Magenta: non-malignant stroma 
 Red: malignant epithelium 
 Orange: malignant stroma 
 Light green: blood 
 Blue: necrosis 
 
rawData.7z (4.5 Gb, uncompressed size 13.7 Gb) 
A 7z file containing the raw data in Daylight Solutions’ Spero Microscope format (.dcv) for the 
analysis of the tissue microarray. 7z is a compression format giving better performance than zip. 
Software to decompress 7z files is available from http://www.7-zip.org/ 
